In recent years epidemiologic and microbiologic investigations of both epidemic and sporadic cases of human listeriosis have implicated contaminated food products as the primary means of transmission of the causative organism, Listeria monocytogenes (2) . Although L. monocytogenes is readily isolated from clinical material (4), unfamiliarity with the morphological and biochemical characteristics of L. monocytogenes may result in initial misidentification as a coryneform or diphtheroid on the basis of its morphological appearance. The nonavailability of a simple reliable method for the identification of coryneforms, coupled with an opinion that many coryneforms are of no clinical significance, might conceivably lead to a missed microbiological diagnosis of listeriosis. A commercially available system for the identification of coryneform bacteria (API Coryne; Biomerieux, Marcy l'Etoile, France) has been introduced in an effort to overcome the problems of the characterization of these organisms by conventional methods (1) Strains to be tested for beta-hemolysis were grown on horse blood agar for 18 h at 37°C in air. A dense suspension of the organism was made (greater than no. 6 McFarland standard) in 3 ml of sterile distilled water and used to inoculate the substrates. A 0.5-ml aliquot was added to GP medium (Analytab Products, Marcy L'Etoile, France) containing phenol red indicator and to the remaining cupules. Purity plates were also inoculated from this suspension. Purity plates and test strips were incubated in air at 37°C for 24 h. All enzymatic tests with the exception of the urease, ,-glucosidase, and gelatinase tests required the addition of further reagents before interpretation was possible. Carbohydrate fermentation was deemed to have occurred if the phenol red indicator had turned yellow. Results obtained were converted into a seven-digit profile, and the resulting profile was used to identify the isolates by using the analytical profile index supplied by the manufacturer.
The system correctly identified all 103 isolates to the genus level ( 
